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<110> APPLICANT: SHERMAN, LINDA A. 
LUSTGARTEN, JOSEPH 

<120> TITLE OF INVENTION: RECOMBINANT CONSTRUCTS ENCODING T CELL RECEPTORS 

SPECIFIC FOR HUMAN HLA-RESTRICTED TUMOR ANTIGENS 
<130> FILE REFERENCE: 46147/55793 
<140> CURRENT APPLICATION NUMBER: 08/812,3938 
<141> CURRENT FILING DATE: 1997-03-05 
<160> NUMBER OF SEQ ID NOS : 64 
<170> SOFTWARE: PatentIn Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 1350 
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239 435 440 

242 <210> SEQ ID NO: 3 

243 <211> LENGTH: 24 

244 <212> TYPE: DNA 

245 <213> ORGANISM: Artificial Sequence 
24 7 <220> FEATURE: 

248 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

250 <400> SEQUENCE: 3 

251 cccaaggcac tgatgttcat cttc 24 

254 <210> SEQ ID NO:. 4 

255 <211> LENGTH: 27 

256 <212> TYPE: DNA 

257 <213> ORGANISM: Artificial Sequence 

259 <220> FEATURE: 

260 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

262 <4 00> SEQUENCE: 4 

263 tgagacaaag tccccaatct ctgacag 27 

266 <210> SEQ ID NO: 5 

267 <211> LENGTH: 26 

268 <212> TYPE: DNA 

269 <213> ORGANISM: Artificial Sequence 
271 <220> FEATURE: 
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272 <223> OTHER INFORMATION; Description of Artificial Sequence: Primer 

274 <400> SEQUENCE: 5 

275 ctgcagctgc tcctcaagta ctattc 26 

278 <210> SEQ ID NO: 6 

279 <211> LENGTH: 28 

280 <212> TYPE: DNA 

281 <213> ORGANISM: Artificial Sequence 

283 <220> FEATURE: 

284 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

286 <400> SEQUENCE: 6 

287 tcccggagaa ggtccacagt tcctcttt 28 

290 <210> SEQ ID NO: 7 

291 <211> LENGTH: 29 

292 <212> TYPE: DNA 

293 <213> ORGANISM: Artificial Sequence 

295 <220> FEATURE: 

296 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

298 <400> SEQUENCE: 7 

299 gaagcagcag agggtttgaa gccacatac 29 

302 <210> SEQ ID NO: 8 

303 <211> LENGTH: 27 

304 <212> TYPE: DNA 

305 <213> ORGANISM: Artificial Sequence 

307 <220> FEATURE: 

308 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

310 <400> SEQUENCE: 8 

311 ggcaggtctt cagttgctta tgaaggt 27 

314 <210> SEQ ID NO: 9 

315 <211> LENGTH: 27 

316 <212> TYPE: DNA 

317 <213> ORGANISM: Artificial Sequence 

319 <220> FEATURE: 

320 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

322 <400> SEQUENCE: 9 

323 ggttcctctt cagggtccag aatatgt 27 

326 <210> SEQ ID NO: 10 

327 <211> LENGTH: 27 

328 <212> TYPE: DNA 

329 <213> ORGANISM: Artificial Sequence 

331 <220> FEATURE: 

332 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

334 <400> SEQUENCE: 10 

335 gcgaagaact caccctggac tgttcat 27 

338 <210> SEQ ID NO: 11 

339 <211> LENGTH: 30 

340 <212> TYPE: DNA 

341 <213> ORGANISM: Artificial Sequence 

343 <220> FEATURE: 

344 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 05/27/2003 

PATENT APPLICATION: US/08/812 , 393B TIME: 15:09:38 

Input Set : A:\46155793.app 

Output Set: N:\CRF4\05272003\H812393B.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:2; Line(s) 239 
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VERIFICATION SUMMARY DATE: 05/27/2003 

PATENT APPLICATION: US/08/812 , 393B TIME: 15:09:38 

Input Set : A:\46155793.app 

Output Set: N:\CRF4\05272003\H812393B.raw 
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